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Abstract: The division of miRNAs into families does not adequately reflect
the degree of nucleotide sequence similarity, and thus the categorisation of
miRNAs into families requires quantitative criteria defining the differences
between miRNA families. The genomes of different organisms have orthologous
miRNAs that should be distributed into families. Than it is necessary to
establish the degree of similarity of orthologous miRNAs and their belonging
to different families. The present research is aimed at solving the problem
of clustering miRNAs based on their nucleotide sequence similarity using the
fragmented programming method.

Using this developed method, the miRNA nucleotide sequences of Arabidop-
sis thaliana were clustered. The results identified a conserved polynucleotide,
which serves as the Ath-miR156a-j binding site in paralogous SPL mRNAs.
These nucleotides encode the conserved ALSLLS motif and the miR156 and
miR157 subfamilies belong to the same family. The human miR-1273 family
includes miRNAs with very different nucleotide sequences; therefore, based on
our program they belong to different miRNAs families.
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